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How to organize a Python script …

• Executable script under LINUX:

#!/usr/bin/env python #takes python version in path

#!/usr/bin/python #specifies a specific python version

• Author

• Version

• Imports

• Usage
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matplotlib

• „iŵpoƌt ŵatplotliď.pǇplot as plt͞
• Visualization of complex data

• Automatic generation of plots

• Amazing customization options

(Pucker et al., 2016)
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Box plot
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Scatter plot
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Histogram

(Pucker et al., 2016)
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‘barplot‘ figure

barplots.py generates 

barplots at specific 

positions by drawing a 

normal line

(script is available in 

course repository)

(Pucker et al., 2016)

121



Hanna Schilbert, Katharina Sielemann, Bianca Frommer, Daniela Holtgräwe -

Python Programming for Life Scientists

Gene structure plot

gene_structure_plot.py generates visualizations 

of gene/transcript structures based on GFF 

annotations

(Pucker et al., 2017)
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Human dataset - Exercise 2

• Input: human_genes_alignment_identities.txt

• Visualize the data!


